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HOW DO WE DO IT?
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LIBRARY OF OPTIMISED ANTIBODIES
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WHAT ANTIBODIES CAN WE DO?

Flexible platform applicable to multiple formats

scFv

VHH

Fab
Bispecifics

New formats can also be incorporated based on
available data.

Our platform can be specialized using specific data,
for example:
e Antibodies against a particular antigen
e Data reflecting a specific property (e.g., stability,
solubility, epitope accessibility)
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